steps to Brainvisa:

-download files to Windows

-Windows to Linux

-in Linux download files to /usr/local/minc2gis/krista

-put minc2gis.targz in /usr/local/minc2gis/krista

passerelle to Brainvisa format:

in command window type: 

tar xvfz minc2gis.targz

to convert NORMALIZED images:

/usr/local/minc2gis/nmincTOgis -i s01_talairach_corrected* -o s01_tal**

*input filename--do not add extension 

**output filename to be created

 to open BV and anatomist:

/usr/local/braivisa/bin/anatomist &

or

/usr/local/braivisa/bin/brainvisa &

**note: there is no 'n' in braivisa

follow steps as defined in BV:

/usr/local/minc2gis/krista

-there will be one root protocol and all subject .ima files will go in here

once in BV:

-anatomie/pipeline/prepare subject...

s04_tal

Type: Commissure coordinates

Format: Commissure coordinates

Directory: /usr/local/minc2gis/krista/amusia/s04_tal/anatomy

Files: [ s04_tal.APC ]

Attributes: 

cat\'e9gorie = anatomy

protocol = amusia

database = /usr/local/minc2gis/krista

sujet = s04_tal

filename_variable = 

Special attributes: 

priority = 0

in order to separate hemispheres so as to define commisures:

set z=10

-locate known landmark like HG

-then go down 1 cm

-anterior/posterior commisures will be space around thalamus

(ensure fiber tract connects as a bridge)

-interhemispheric commisure: ++z-axis--and click in space b/w hemispheres

-do this for each subject

-anatomie/pipeline/do alot of things..

-leave process over night...

to convert to .jpeg image:

save in .jpeg in Anatomist

